Quantitative RT-PCR data of the expression of 5 constructs (RMI1, RMI1ΔDUF, RMI1ΔOB1, RMI1ΔOB2, RMI1ΔDUFΔOB1) in the homozygous single-locus lines of Atrmi1-2. We measured the expression of a diagnostic amplicon of AtRMI1 present in all tested lines relative to the expression in wild-type plants. Atrmi1-2 mutant plants show a strongly reduced AtRMI1 expression. All transformed lines display higher expression of the respective construct than the mutant, and most lines were even higher than the wild-type line IC9. Line IC9 is a descendant of wildtype Col-0 containing a HR reporter construct (see Figure 4E ; Molinier et al. (2004) Interchromatid and interhomolog recombination in Arabidopsis thaliana. Plant Cell, 16,[342][343][344][345][346][347][348][349][350][351][352]. All experiments n = 3.
Supplementary Figure 2:
Quantitative RT-PCR data of the expression of 4 constructs (RMI1, RMI1ΔDUF, RMI1ΔOB1, RMI1ΔOB2, RMI1ΔDUFΔOB1) in the homozygous single-locus lines of Atrmi1-1. We measured the expression of a diagnostic amplicon of AtRMI1 present in all tested lines relative to the expression in wild-type plants. Atrmi1-1 mutant plants show a strongly reduced AtRMI1 expression. All transformed lines display a higher expression of the respective construct than the mutant, and most lines were even higher than the wild-type. All experiments n = 3. 
